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9 cell cycle  -> 7.08e+40
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The am blished data shows such a fast increase that it cannot be anymore managed 
manua true for many topics and in particular for the data resulting from genomic, 
transc  proteomic methods in the field of yeast molecular biology.  
We ap ld a semi-automatic method for collecting information from texts. 

Answering a biological question : 
Characterization of the S. cerevisiae DNA-binding 

proteins 

 

Firs : Cleaning 
• H ation of 6000 abstracts. 

Sec ep : Terminology 
• G al tag : Brill's tagger (Brill, 1994) for the field. 
• E of the more relevant terms in the field :  
     Ja s association measure with addition of specific heuristics. 

A 

Thir  : Taxonomy 
Input ogy cleaned corpus  
 

Taxo struction with an expert :  
 

• F oach :  
      E g the list of terms and determining the belonging 
      or not to the field concept (% of terms belonging to a concept : 70). 
 

• Second approach  
      semi-automatic :  
 

 Xerox's Shallow  
   parsing. 
 

 Using Rowan, a 
   software developed  
    by our team for 
   taxonomy  
   construction. 

The next stages of our work will be : 
 (i)  Apply this taxonomy to the corpus of the whole papers corresponding to the abstracts. 
 (ii)  Build the necessary patterns for extracting the information available on Saccharomyces 
cerevisiae DNA-binding proteins in order to sharpen their characterization, and to elucidate the 
binding mechanisms. 
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Manually :
first approach

Semi-automatic
(help with visualisation)

Automatic
(induction)

second
approach

ROWAN + EXPERT

Taxonomy of the field

maintenance/NN of/IN mitochondrial/NNP
DNA/NNP and/CC appears/VBZ to/TO
play/VB an/DT important/JJ role/NN in/IN
the/DT recombination/NN and/CC copy/NN
number/NN determination/NN of/IN
mitochondrial-DNA/JJ ./.

copy number
hondrial-DNA.

Concept1
level 1

Concept
level 2

Concep2
level 1

, C ugust 14-16, 2002 200 concepts found 
A, A


