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ors of human pathogens”

ational Institute for Allergy and Infectious Diseases)
Bioinformatics Resource Centre (BRC) program
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g ' % . Wi - : I
) e.’ P _7
histoly Y &odiu

Plasmoc.a... . &%x Pla
Toxoplasma gond

Trvpanosoma bru

Schistosoma ma

... plus an awful |
... not mentioning

- Ensembl: no pla to keep mosquitoes for long,
or to add any other flying bugs

- JCVI, BROAD etc.: won’t add anything if not involved

¢
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VectorBase® &

cross-comparison

Store data Generate data
Available to all Automatic annotation
Display data Manual annotation
Easy to browse, download Expression data
Mine data Community
Compare, align Use resources
Add data
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... and why) ?

) gS
e, tribolium or bombyx

only the ones that are vectors
of human diseases

4 ¢
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body louse

palpis [sand fly]
us papatasis [sand fly]

fever, dengue fever, chikungunya
West Nile Virus, filariasis, some encephalitis
Pediculosis (=human body infection - not head)

Lyme disease
Sleeping sickeness

Chagas disease
Leishmaniasis (New World)
Leishmaniasis (Old World)

ow are they selected?
— US NIAID contract + some ‘orphan’ genomes

4
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Veccorbatti 210
VeccorBatBi A0

0Ssina morsitans
Rhodnius prolixus

Lutzomia longipalpis
. Phlebotomus papatasis

Data

Gene set |, ESTs, traces, assembly

Gene set, ESTs, traces, assembly
Prelim. gene set, ESTs, traces, assembly

Prelim. gene set, ESTs, traces, assembly
ESTs, traces

ESTs

ESTs

ESTs

ESTs
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pression data)
alogs/homologs)

, traces, assembly)

quence alignment

Data querying tool
— Biomart

4 ¢
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3ase system)
(you!)

data (you again!)

es & Anobase
ontrol Vocabulary manually generated
Anobase merging

4 ¢
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VectorBase.org - Mozilla

Eile
;1 - L{/ - @ x) @ [@ hl:(p://wwwyecturbase.org/index.phpl
foesl Elsanger = NcBI

Edit View Go Bookmarks Tools Help

VectorBase ! ’

Get VectorBase Help
Images i Get Data search User

Data

Sequence Data

Contact VectorB:
Welcome To VectorBase! ontact VectorBase

Need heb or have
feadback? Pleass contact

»,

us at info@vectobase.org

An NIAID Bvinformatics Resource Center for
Invertebrate Vectors of Human Pathogens.

BN vestorsase-auisk search
>

—

*'sctorBase Services:

Organisms-
& A gambiae, A. asgypti |. scapularis, C. pipiens, P. humanus, Addtional
Organisms

Data Sections » =
nome and

Sequence Data, Gene Expression Data, Images preliminary assambly available
Fooks,

J Recent News:
BLAST, CludtaW

May 08th, 2007:

Retrieye Data A. gambiae M & S Form

Dofenlcad Data, Data Mining Trace Reads Online »

0 . Apr 25th, 2007:

SEne P. humanus 1.0 gene buid

VectorBasd olications, Genome White Papers i

Additnal Resources » Apr 25th, 2007:

Linf’S., Additional Organisms, News C. ppiens 0.5 gene buid
avaiable »

vl Apr 25th, 2007:

VectorBase FAQ, Manual Annotation Docs C. pipiens genome assembly

avaiable »

UNIVERSITY OF

NOTRE DAME e!/Ensembl IMBB  @Harvard lmpasial Gollage

(©Find Next O Find Previous |~|Highlight all [] Match case

" Applications Actions %@ &\7’9 % UE QC) @ Tuelslzsoglay

4
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=] Chromosome 3R

Chromosome 3R
10,061,488 - 10,076,170

View alongside ..
View region at UCSC

Export data
Export information about region
Export sequence as FASTA =l Overview
Export EMBL file
Export Gene info in region chraiticand ;
9.95 Mb
DNA(contigs)

BYsangergl

Ensembl Genes

ncRNA Genes

Stop for a rest on a ge

Visualise repeats, ger
Xrefs, homologies
on a chromosome

[l Detailed view

Features ¥ Comparativew DAS Sources ¥ Repeats ¥ Decorations ¥ Export v Image size ¥

Help ¥

Jump to region 3R

10061488 - 10076170 [ Refresh )

+

Zoom

Band: ( Refresh )

BLAST Drosophila

DNA(contigs)

[=] Ensembl trans.

[ EST trans.

BLAST Drosophila
Length

Gene legend

—-—
Chr. 3R 10,08 Mb 10.06 Mb 10.07 Mb 10.07 Mb 10.07 Mb 10.07 Mb 10.07 Mb 10
Lenagth +— Forward strand 14.64 Kb -

Aaeg trans BLAT

< TEP15
Ensembl Known Pratein Coding

—( i .1

< ENSANGESTT00000004054

— NS ]
—0

R
< ENSANGESTT00000004056

[
< ENSANGESTT00000004057

B
< ENSANGESTT00000004055

— 14.68 Kb R strand —
10.08 Mb 10.08 Mb 10.07 Mb 10.07 Nib 10.07 Mb 10.07 Mb 10.07 Mb 10

I Ens=mbl Known Protein Coding

I ESTgene

All tracks are currently switched on

EnsEMBL Anopheles gambiae version 43.3f (AgamP3) Chrq[pme 3R 10,061,488 - 10,076,170

Nairobi — May-07
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ENSANGG00000017033

°

o o o

Gene information
Genomic sequence
Genomic sequence alignment
Gene splice site image
Gene tree info.

Gene variation info.

ID history

Transcript information
Exon information
Protein information
Export gene data

Chromosome 3R

10,061,489 - 10,076,170

View of Chromosome 3R
Graphical view

Graphical overview

Export information about region
Export sequence as FASTA
Export EMBL file

Export Gene info in region
Export SNP info in region

Bsancerfl

Gene

Prediction

= Ensembl Gene Report for ENSANGG00000017033
TEP15 (Anopheles symbol) To view all Ensembl genes linked to the name click hera.

Ensombl ENSANGG000000170323

= Orthologue The following gene(s) have been identified as putative orthologues:

Species Type Gene identifier
Aedes aegypti 1-to-many AAEL008607 (Novel Ensembl prediction) [MultiContigView] [Align]
tep3
1-to-many AAEL014755 (Novel Ensembl prediction) [MultiContigView] [Align]
tep2
Caenorhabditis elegans 1-to-1 ZK337.1

[Fl Gene

Elpas

[El Tran
Transcri

Transcri

Similarity

GO

InterPro

Transcript structure

Protein features

The following GO terms have been mapped to this entry via UniProt and/or RefSeq:
G0:0004866 [endopeptidase inhibitor activity] IEA

IPR011627 A-macroglobulin receptor - [View other genes with this domain]

IPR002830 Alpha-2-macrogiobulin, N-terminal - [View other genes with this domain]

IPR011625 Alpha-2-macroglobulin, N-terminal 2 - [View other genes with this domain]
IPR001598 Alpha-2-macroglobulin - [View other genes with this domain]

IPR011626 A-macroglobulin complement component - [View other genes with this domain]

14.62 Kb Reverse sfrand —
Peptide
Low complex s2q
Sig.Pep cleavage
e
48239
|}
SUPERFAMILY 21296
I
49410
o]
A2M_rcpl
o}
MacrogloblnA2
Pfam A2M_comp
I
A2M_N_2
A2M_N
]
Presite patterns
Scale (aa) 0 200 400 G600 200 1000 1200 1422
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Try with a gene name
a chromosome,
an organism...

Compare your favorite sequence
to the transcript/protein sets
or to the genome

VectorBa

VectorBase Quick S=sarnch

HITE Gio

L I Genome j

Hhd

All arganime

[]
Eile

<:g.

s Esager Snear [Uunere

Edit View Go Bookmarks Tools Help
- g ) | @ nup:/ /www.vectorbase.org/ Tools /BLAST/ [¥] @co [icL

la Firefox

el ENPeriaPi doc | | Sanger Info.Syst. [EEBrd-Cx pors EEBrd-Cx data || NCBI-TrArcy @ VB

‘ & Vect

@ Find:

Done

orBase: Tools | 2 NeBI sequence Viewer v2.0 |

VectorBase rgan

XTI T T

Get VectorBase Help
SequenceData _ExpressonDala __Images Documents Hore. GetDaia Search

BLAST @ VectorBase.org: New BLAST »

emacs@kor.ebi.ac.uk -0Xx

Directions: Input Query Sequence (100Kb / 10 Sequence Limit)

Options Buffers Taals Help

o Chkonruini obwanderiechcsmrod || Upoadati -

e e S X OB OB RS

® Paste or upbad query sequence, ‘
on

@ Choose the approprite type of BLAST based on query
and catabase sequence typss.

Paste in a sequence in FASTA format: equence from Culex pipiens

@ Optonat Set acitional BLAST parameters. " P 5 CAAACOARATTOGASCCAAGTTTTCCCARATOA
& Submiyour BLAGT. pay_sequence rom Culex pipiens 0ACOABOATECCATO0ACG00ACCEEC000TACS
¥ AGTGCGGAAACCAAATTGGAGECAAGTTTTGAGAANTCA ACTCAGACCTOCAGCTG! TCRACOTOT

TCTCGGACGAGCATGOCATCGACGCGACCGGGECTACE

Available Databa

ACGGTGACTCAGACCTGEAGETGGAGCGEATCAACGTGT

HTC000ACCCTTO0GACAGATOTTICGOCOGGACA
b oo oo et ACTACAATGAGGCGTOCGGEGGCAAGTACTGECCCGEG [orormesontassonenca0o6s
= CCGTCCTGGTCGATCTGGAGOCCGGCACCATGGACTCGG fCBACACTACACCCAGBGCOCECAACTCCTCCACA
EY: N Nuckorie Dattace P Pepis Databace o e CTOGACOTGOTOCGCAAGGAGG
rOCGCTGaGACCCTTCGGACAGA TCTTTCGGECGGAC CTCCACOTCGTG 0 AATGAGCCCARTITICG
A gabne Dabasce ACTTTOTGTTOGGACAGTCGGGCTCCIGEAACAACTG 000TTO000CATOGEARODUSCATCT AR
CAGGGACACTACACCGAGGGCGCGGAACTGGTCGACA IAKTACCCCOACAVAATCATGAACACAT
L [T e e P 1 e HOGTOCTOGACGTGGTGOGCAAGGAGGCCGAATCGTGOG J0TCOTOCCCTCOCCOARAG! AGACACCOTCO
[<1N: PEST stmin Tansrpte Agarm3.3 gane buks ICCOTACAACGCCACCCTOTCCOTOACCAGE:

AcToecTaeAG

ATTCCAGCTGACGCACTCGETGOGEG
G TGGTACCGGTTCCGGCATGGG!

AGATTCGTGAAGAATACCCCGACAGAATCATGAACACAT
ACTCAGTCGTGOCCTOGECCAAAGTGTCAGACACCGTCG
TGGAACCGTACAACGECACCCTGTCCGTOEACCAGETGG

[ N:danuary 2007 Ganark 572

™ N: b i St W Form Tice Reacs

™ N Pirperna Stmin / .Fom Tice Reads
TAGAAAACACCOACGAGACGTACTGTATCGACAATGAAG

CCTGTACGACATCTGCTTCCGCACGCTGAAGCTCACCA

CACCCACGTACGGEGATCTGAACCATCTGGTGTCGETGA

CCATGTCCGGAGTCACCACC TG T TCGATTCECGGGTC

A asgypti Databases » |GTCCCAGAGCTEACCOAROAGATSTTCSACG00A

\.scaputrs Databases [ACGGTCOCCECCGTOTTO0GABGECG0ATETORA

ipens Databases » \GCTGAACGCCGATCTCGAAAACTGGECTTC 1ACCACOTA ARCO

. Bpers Cate A ACCOCCOTOTOTOATATCCCOCCOCOACGACTCA

o FTCCATTCCCACGTCTGEACTTCTTCATGOCCGGATICG L e oA oAeToR

CAAGCGCATCTCCAACAGTICACCGCTA

Other Vector Sequence Datatases COTCOTAAGGCTTTCTIGCATIGGTACACCGG0
Job Control

IAACGATCTGGTOTCOCACTACCACCACTACCARA
CCOCCOACCARGACGOORARTTCGACCAGCAGCA
CTOAGTTOACCAAAATARACGOGCCOCTOOACET
CATTCACTCAATTCCOGACKTO0CC!

BLAST Types & Options:

Program:

Submt your BLAST

Submk BLASTJob
Rotiove aprviusy un BLASTH  [Enierdob I + _Retieve BLASTdob
@ blasin Nuckotide vs, Nuckotids - o

€ lasm Popitds vo. Tmnsiied Nuckotide

9 Find Next O Find Previous

Highlight 2l [ Match case — — —

w* Applications ~ Actions % @’ &?

Tue 15 May
< 1626

% eH
2
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VectorBase!

2 data...

@ VectorBase: GetData - Mozilla Firefox
File Edit

View Go Bookmarks Tools Help

<3 - v E@j m & http:/ /www.vectorbase.org/GetData/BioMart/

®co |[GL

| Sanger Info.Syst. [EZBrd-Cx pars [EZBrd-Cx data

peel Esanger = NcBI

UniPrt [ | el EAPerlAPI doc

VectorBase
Get Vectorf|
Sequence Data L Images Documents Search

VectorBase Data Retrival Using

BioMart »
@ VectorBase: Genome: MartView - Mozilla Firefox

Biolart kets you retrieve data by creating comple:

File Edit View Go Bookmarks Tools Help

(@8

Sanger = NCBI @Uni?ft | le! &APerlAPI doc | | Sanger Info.Syst. %Brd Cx pgrs EBrd Cx data | | NCBI-TrArcv »
VectorBase.org - Mozilla Firefox

To get started with BioMart: - E> - @ b/ﬂ & http:/ /www.vectorbase.org/Genome /MartView

N
fPEB

iolart Start Page.

Please Note: Currently, only A. gambiaeand A. a

VectorBase File Edit View Go Bookmarks Tools Help

<‘L:1 e M éj g/ﬁ || http://biomart.vectorbase.org/biomart/martview/14b182e

Oco |G,

ipesl Bsanger = NcBI [Uluniprt | el ElPerlAPidoc | | Sanger Info.Syst. [EZBrd-Cx pars [EZBrd-Cx data | | NCBI-TrArcy »

-

‘ <] Sequence Data D

[ Find: | gene_description_source hin®

VectorBase y hganise [ ceoys W scairs B C poers B Hunante |

Get VectorBase Help

Start a new BioMart session.

BioMart is a query d daf i Get Data
Laboratory (CSHL). For more in

m m Co
The system can be used with 4

website that can be installed, cof

advanced query interfaces bac

descriptive (e.g. biological) datd » Dataset: Database: | VectorBase ¥

created databases. Anopheles gambiae

BioMart has built-in support for » Attributes (Attributes)

throughput experiment data suc| [None selected] Dataset: | Anopheles gambiae j
wet lab’ environment because i » Filters

across the internet, removing th
applications, or programatically [None selected] ‘
MySQL, Oracle and Postgres Choose a Dataset above, then use the left panel to navigate through the
Attributes and Filters making your selections in this main panel. To

preview the results click the Results button in the top panel.

BioMart is completely Open Sof » Dataset:

| [None Selected]
Done

Tutorial

© e

Wastebasket Done
Ql:l 3 Tue 15 May
% @ =] 157 15:18
p—

- Applications Actions %@ f

4
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VectorBasal 2t
et ol |

d reannotate/update

Jata as they are generated)

e community
orial, documentation, help
Data submission by the users
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Expression data, Imperial College, London
Fotis Kafatos, George Christophidis
Bob Mc Callum
Seth Redmond

* University of Riverside, CA

Peter Atkinson (Culex)
«  Community

Neil Lobo (Anopheles & Aedes)
Peter Arensburger (Culex)

.0. Stinton Catherine Hill (Ixodes)
Ryan Kennedy YOU!

Ensembl team
For allowing us to parasite them
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VectorBase m;-

vectorbase.org

DataBase issue 2007

e for invertebrate vector of human pathogens’
Lawson D. et al.

E-mail
Everybody: info@yvectorbase.org we speak:

=1

...or just me: kmegy@ebi.ac.uk
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